The title compound, C 16 H 12 O 6 , is a common impurity of orthoacetylsalicylic acid (aspirin). The benzene rings form a dihedral angle of 81.9 (1) while the acetyl and carboxyl groups form dihedral angles of 74.0 (1) and 26.4 (2) , respectively, with the benzene rings to which they are bound. In the crystal, molecules are linked by pairs of O-HÁ Á ÁO hydrogen bonds between the carboxyl groups, forming inversion dimers.
Related literature
For background literature concerning the crystallization and crystal structure of aspirin, see: Bond et al. (2007 Bond et al. ( , 2011 . For a discussion of the pharmacological effects of acetylsalicylsalicylic acid, see: Bundgaard (1974) Table 1 Hydrogen-bond geometry (Å , ). Acetylsalicylsalicylic acid is a condensation (dehydration) product of acetylsalicylic acid (aspirin) and salicylic acid, and is a common impurity in commerical aspirin samples. Its pharmacological effects have been examined by Bundgaard (1974) , and it has been suggested that the compound is a potentially immunogenic substance involved in the development of allergic reactions to aspirin.
Experimental
The compound was prepared by acetylation of salicylsalicylic acid (purchased from Alfa Aesar) using acetic anhydride.
0.02 mol of salicylsalicylic acid was mixed with 0.01 mol of acetic anhydride with addition of 10% NaOH (5 ml) and ca 50 ml ice. The reactants were stirred for ca 2 h and the reaction was monitored by thin-layer chromotography. When the reaction was complete, the white solid was filtered and recrystallized from ethanol (yield 90%).
Refinement
H atoms bound to C atoms were placed geometrically and allowed to ride during refinement with C-H = 0.95 (aromatic) or 0.98 Å (methyl) and with U iso (H) = 1.2 (aromatic) or 1.5U eq (C) (methyl). The H atom bound to O5 was located in a difference Fourier map and refined with an isotropic displacement parameter, with the O-H distance restrained to 0.85 (1) Å. Molecular structure showing displacement ellipsoids at the 50% probability level for non-H atoms. 
Computing details
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